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Identification of novel bacteria from healthy human feces using
conventional culture media

Ol B BAGREIE, & 3%, RS, OB K
E L IEHERTZERT - IRIER T AATIEZE L > 8 —

[E8Y) T4, PR & - R e OMEIVRIZ I N TV A, BAAMIZEOMBERSE D X ) 7%
AHZZALATHEHG L TWEO0RBALZIG B L. FOERE LTEITONLDH, %L OBNME
WG EEEINTVWLHTH), INFTTRAZTRZEDS Lol Rl A b TE 72,
L2 LS, FHICHH R AR T b 0 IS B © & A UREME DR > TW A D TR R Wv
EEZ, I ARRME L RS A S L 7

[77E] FaaL— FEREMEOVSICEATE % 28 HOBER - PR ET 2 A THARNETE
A LRSS EZ A, TNENOFEREM T L 2MEEF DX 57 372 (Vay MYk
& 16S-V3V4 SIE) 12X 0, FEHAEA o BGEM R oM E & PTRETRER (RRIAE <97%) #fTo 7.

[#R)] ZEHEGAMZE KM, CNAE RE % & 4 128 8 o0 5 b2 5 Flavonifractor )&,
Pseudoflavonifractor J&, OlsenellaJ&, SlackiaJ&, Oscillibacter J&, Butyricicoccus &, Bulyrivibrio J&,
Longibaculum J&, Faecalicatena JE 27 S5 SBEOHHE e N M E O BB D) L7z, kIR
V= o= Hwicer ) ARFIEZIZ LD, Wb Actinobacteria % 7213 Firmicutes (27308 S 1,
VAR 2R 5 16S rRNA HEIEFHIAEEDS 7% LT TH ), 200 GCW% IR & AED R 572130,

A ORI & 70 5 LHHBIEFOREEZ R L 72

[(Z%] ST CERT#EE HEN TP EIT TSI BTRAFESRAFEO T FI22-oTE), &
WFZEIC & o TREFRG T H T B RE Ch 5 2 LR sz, Ml L EAE2S B AR AHRTH o
2zl it - NEER OHEEZ SEEFEE TS R RSN, SRISICHANEZ IR
EL7ZBNMR#EET 2 EET 52 & T, ALICIRS L72MBEM 263 2 MREOMHMES R E 5 LM
fFrEhs.
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b GNEALH BEEE2YE Bacteroides dorei DR 1) 7 I VIHIHEEL
TUAXZVTFHILERF Y T — ¥ BIE T DWRERT
Arginine decarboxylase of the human dominant intestinal microbiota

species Bacteroides dorer is required for polyamine biosynthesis and
export to the environment

B, AIkOR, mERDA, L B, ONE ¥
AN SR A W E R BRI 22T

[Bi9] RO 73037 3 7 a2 BB RIRRILKEORKCH L. KIEHENEICBW T mM
DRETHAET AR T IV, BRNEERICLDAESGE - SN2 DTH S (Sci. Rep., 2012,
2. 233). KEBBENEOR) 7 I VIZREAHEL @ - HFaMEHRL O L HESNDS (Sc.
Rep., 2014, 4: 4548) —H T, FEMERERY R— L AEZIZBV TR KBHENEO R ) 7 3 v &b
SRDLZEDVPH ALEIGIT L Z EMS TS (Gastroenterology, 2010, 139: 797-805. el). AHf
ZEClE, b MEWNEAREEESRE (Nature, 2010, 464: 59-65) O H b, FEFICHFIIRITI VO
—HETH DL AN I T Y E T 5 Bacteroides dorei (Int. J. Biochem. Cell Biol., 2017, 93: 52-61)
DR T I VEEHATEBRNICHHT A2 HNT, KEOBEFHBIERTZHEEL, RAEGHADLEE
FTHATNFZ U THNERFE Y T —VPEET (sped) OFERERENT 21T - 72,

[J7#:38 X O3] Bacteroides BHIFE I BWTIE, Z“EMHEMRZICL A~ —F — L ABEFHHIEL T
DI, W F—kL s ar—hA—ThbbF IV r*F—YlEET tdk & Adk B L < W
SNTW2, Z2CFT, ZHEHMEMBEZICLY B dorei JCM 134717 @ Atdk ¥k R L 72, 2014
Y=V ary—>T—tdk & ANdk FREHWT, EETIVFZ VT HNERX T T - LRI T
speA X WEIE L 72, AspeA #RiL, #HMRE B L TR TOAEFTRIKRBIZEKT LTw, 25612, #
FRIZEANTARV I DU R EEL, ZNEEELEFRISHE L TW2012xF LT, Asped BRIZBWT
AN B L OB FIEHRIC AV I Y UdFEEFEL TV h o7z,

[#£%2] speA X B. dorei JCM 13471 OB B L UARLV I VvV OELSBICES T2 EDHLLE o
72 (FEMS Microbiol. Lett., 2018, in press). F72, B. dorei \ZFLIBHIDIEE LBk 2 HES 5 2 &
T, HOWREREBOREZREST 2 SRR ST\ 2 (Cell, 2016, 165: 842-853) %%, AW Th
3L BIEFHER T H I OEEER F 2 IR E T A2 2 LD RETH L EEZONS.
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74 XAWIZE TS5 27 b -N-7 b 7 — ZEEAROREIE
LEXUOVY 74 2270 —3FKRADREE

Bifidus flora formation driven by human milk oligosaccharide transporter

OWrpigt | #p)IEHE % (ABEELS 2 HHEH S AHsEw® SEEn
gAY ANEL L BILERS MEAET S, BT O, PEiE— 2
BIHEEE L Bkt wa w0 mE EC e 5l wmiFe
INEEEZS KRS HTRERTS REERS Fums
L L 7R B AT T 3 e 5 I Sl
PHRORS RN B R IR, O BTl Sk S SRR SE T
BRI N N AU S e v S SRR < BV ay N IN b e
B R SN N T2 A

[B] 527~ -N-F 54+ —2Z (LNT) Zk NELA Y TSRO T ER SO 1 D TH L. AFgETi, &
HAREBBIZBITAE 74 AZXA 70 =G BEAOHRELZ RO L7202, ¥ 7 4 XAED LNT EikfEoF %
BILUBENT 24T 72.

[(Hi - #R] FH10ko 7 4+ AW T 2Bk E W T LNT fFE F CR#EETo728 25, THRIC
BW TS SNz, LNT #HME ERHKD 7 2 25 & L7282 A, LNT F kI3 E@
L TIRE S T g IR 5T (ABC M F v AR—¥ —@5F) 2EEL:. Heovr 74 XA
B &0 YEE TR HEE L T, ZFORBE% Bifidobacterium longum 105-A FHR % FIH L CTHAT L 72
EZAH, NYT Y MILoTLNT HUAAREEIZENH A T EBHL N E o7z, BEFNE L UE{LE
BT %2 47 o 725 5, LNT BOARIEVEICIZ ML P 5 0 AR — ¥ —HEREG S VXV BOBEDT I /1
BN L TWE Z AR SN, ZOWEFEBICO VTR Y — 7 TV AT 21T -728 2 5,
LNT BUAARIGEHEDO BN 7 2 b AL & N CTREFL R IB O DNA ICEEICE CHFEL TV
CENHENE R ST

[£%2] LNTHUAAZH) b5 U AR —% =, BILFBEBEICBITLIE 74 A2 70— FBRICE
E N ac o Y e N ) T RN /3= Bl
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Bifidobacterium bifidum Ofifast> 7 1) £ —¥£ D
ke & DM AEAEH & OB IZ I T 5 1%E]

Role of extracellular sialidase of Bifidobacterium bifidum in the
bacterium—mucus interaction and carbohydrate assimilation

Ok, BH# ml ma &2 #E g2 kmE S mExks mmgs!
Vipiksssisesn 2 Juild ks kb e migehe, S L ks ke 4

[B0] ©7 1 X2, LD SRAOKGIERT L HEMBTHL. U7 1 AAROBNEREICE
B AN E LT, BRIEANOAE EEOBINEELRELZRES> TWLEEZOLNTWS, KA,
Bifidobacterium bifidum ORI 71) ¥ —¥ SiaBb2 IZEH L, fENT L RKEEERNTL L TOM
H25, ZOREBIZOWTHITT 52 & T, B. bifidum BN TOERIZBIT % SiaBb2 O%E % % T 5
e L7

[5:] siaBb2 &L U CEBRMRA/EE L, fit D4 ) ITHEZ RN L 725D B. bifidum OEEHRER
ERL. Fo, BEEMBER T Y KB AT LT 5 B bifidum O EEERZFEML 72, 5102,
SiaBb2 DRl 72 ks S AR TS 5 720, SiaBb2 ICIRFESNE B AL 20z ¥ Vo Ealk
# 1, ELISA RHESHT L A % v CHIE RN % 92056 L 7-.

[KR] 27U VT 7 M —ARLF U4 ) THEERERE L7286, B bifidum OEEIL, siaBb2 2 Ffk
ICBWCHHEIZEN, F72, BEEREW L2, SiaBb2 12 & ) 5 X 728X, Bifidobacterium breve
HEEPOE T 4 AAWOEE R RS2 KIZ, B bifidum ORNEBEEICKIZTHEL T L& 2
A, B BB & F b A E ML, siaBb2 ZRRIZBW KT L7, & 512 SiaBb2 fil#fi 2 ¥
YIS B BTN S, Sialidase domain A4 T CHESE & DM EAEHIZE ST 5 2 EAUREI N,

[#%£%2] SiaBb21E, 704 ) THEOEILE A F  ~OMNE Db 2 “HEEERTTH Y, B bifidum
DOIGNEE TOEBICERREE > 2EEZ LN (1).

(1) Nishiyama et al, mBio, 2017; 8(5): €00928-17.
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ORI E0 L b KIBING E 7 L % R L 7
SIS T 5 ORI RERT AT D W

Evaluation of pathophysiology of ulcerative colitis by
single-batch culture system of colonic microbiota

BEETL hakBE2 1 L EeRkNE EHEET S
TR 2 K sl
L R Sk S B A SRR PR A T L B PR 254 B
ZRE KRB GREHAMN A N— 2 3 TR
SR RFIR LR BORERUFFE Y 5 —

[Bry] EEERERIE, WMELEMRLED RIEMERE R THEBMN T SN HERAHOERERZD,
WHIHELZ G CHENEEOREN—REZF@MIN TS, HETIE, EEBEZ SBNEEANDOIEEREN
AN X 2 HBUAHERE OB SN, 451k, NIRRT SR Y — Ve L CEREL 2L ERSH 5.
T T HAERRAE R e MENMREEE TV (KUHIM) ™ #B%E L, o OB %2 1774 -
T & 72 (Takagi et al, PlosOne, 2016; Sasaki et al., PlosOne, 2017; Sasaki et al., Sci. Rep., 2018). A&
78 Tld, KUHIM OEIRESFICH = HRIZ, EEERE KEF 2B W TR & ACHEY 125w
P ENZH, 2N ONEIREE L AHRET 5 25 L 72,

(] EGERGRESE 11 4L EFE 134 L) MR LHRILL, KUHIM 12T 30 FEfEF #2417 - 72
BHEEAR 7 O~ N7 T T 4 =2 X BEEFEEOMSHIRIIEEIE EEME &, WAL ) DNA 24l L 16SrRNA
BT AR E LIBERIT 21T o 72, BB ROHREIE pMayo A I 7IZCTRHI L, AU sEARIERE
B - B NI T ARG & AHBEBEFR A % AR L 72,

[ R] B 702 X B NRITE # O 2 kkMEHER 2 Chao 1, Shannon 8%, Simpson TEEGEEAM 12 CHERE
L7z, B RGROE#EE 7V TlE, Lachnospiraceae FHIE 5 BT ZIZH_EZISHD L,
U, EEOMH T FEEOMEEAFED bz, 5612, EEERGATIRBEBEE,FE=ISHD L,
F&ERIEE & Lachnospiraceae Bt O W #AL R IL 12 W AHBABEfR 2 3272, LA L, pMayo A I 7 & BEFEIE
J&, Lachnospiraceae FHELEC L ICHHBEBIARIZAR Y S AL D2 o 72,

[(Z52] B RN 25 CREMEIEFE & Lachnospiraceae BtO W DA E 2 A3t Sz, ZudExo
AR OHRE & —3 T 4R T, KUHIM 2 & 2 BNERBEEHI O A AL RE Sz, —7, BRIRIRE,
Lachnospiraceae FHHE L IZIRE & —F& 3, IRBDVEM C L il RG220 BN B B ke L T w
5T EEREL, KUHIM A0 &) ZIREOMAIC S HEHTH 5 2 LR s .
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Effects of isoflavones and flaxseed lignans on plasma phytoestrogens and
intestinal microbiota of human flora-associated mice

OHF L JIOEETE? mh B2 mERem ! dime !
S ST P
VRS RSB S T RS AR, 2 H AR R A,
S TR S R R N e R R

[H] E4E, KGAYVTIRR) 7 v OBBERENREDED SN TR, AV TR L) 7 )
YR FEBHER L 258 0RERHRHBNEEIC KT TEEICOVTOREGEI v, Ta—)vid, KE
4V 7T RYOGENREICLLRHEY THY, 7057 b2, W) 75 oOENR#EIZL S
R#EWTHL., o074 b A buy rOBARBICIEAEDS D S Z EDMEN TN, 4,
b MNEFETHWCZa— Ve T uI 7 M oOM R EATRELRZL T U—-I Y AR{EHEL, 20
LR 70— AT ALV TIRETIZ) T ORERG OB

(7] U RSFERE SR HE THEFF SN T 5 BALB/CA B X A~ 7 A2, o LT a—
VX yrug s b rEEAPHERINe PEEFREYHSG L, e b7 u0—-Iv v ARERL 2
D<A, EIEBEHFD-60 2 5.2 5 & & 412, xE#H (CON) 12k, 1V 7 I R#%58 (0S)
W2, AV T7I5RVKBHE, AV T7IRy 7<= 7 F %G58 (IS+SDG) 12id, 1 V79K +7
=) TF KRB, T~=0 7S yFEGE (SDG) 12X, T~=) 7 F yKEREBHKKSIETI9
HHSHE L7 % NEEGEEZWE L, FEIEENE, ShWNEERT, mSEEENE, miE
AV 7 I RVEEMEE) 7 VEBEENEZT- 72,

[ & £ %2] xtEa#E (CON#E) 1, ISH, SDG#, IS+SDGH#E L D bAREN-) OWEENEEDE
fExam L7z, ISHER IS+SDG #EDIMAE = a2 — ViRfEIE, CONH#EE SDGHREL ) bz /R L7z, ISHEL
IS+SDG #f & OB TIZMAE L I — VIEEIZEITRRD 5Nk o7z, SDG # & IS+SDG o lfifExr > 71
VA=V ryrug s b EEE, ISHESLCONRELY bEMEEZR L. 4N 7)) ) FEEIE,
SDG #EIZHRT IS+SDG BESMRVEIm A /R L7z, Bl by 7)) &) Fmi, CON #EIZH~T SDG #EX
IS+SDG #E TR W EM A 7R L7z, IS+SDG #ETiE, 1MEENY 7)) FgELIF MY 7)) FEMK
THEmERL, A V7 IR ET7~<=) 7 ) OREHERDSPREAHUEN R EH T L0 REEH7RE &
ni:.
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~ U A RHARGNMIR S BEL T 7L OBEFLA ) IREf#Ar &
F 0 TRES 2 T O TAT IR g2\ O ST AEORRET

Analyses on milk oligosaccharides and establishment
of intervention method using an oligosaccharide cocktail
to enhance the brain development of offspring in a mouse model
of perturbed maternal gut microbiota

OWa et 2 BERTE S, BEHELY ARBFE° il
VRBEE R R MR A, SR RET E b O T A DSERI L Y 8 —,
SRttt - BRI, MRS, C HAIRE S A R,
N o N SR e

[H&] ~ 7 A BHERRG PRIE % JEWUAES AR 512 £ DAL 5 [EHMEGPMERELE 7V | 2/ L
Z DAFAARIE B R0 8 BE I BET & I & 22 B AR SE DT B O A7 % 81%5 L 72 (Tochitani, 2016 @ 458
BB, HBH 2016-140290). Z O ETMIGEET AR E R L 3 2 OMMISEIC BT A B HIHEEO X ENIZ B
T 5 AT R BN R 3~ DO AEL ORI BN TAR TH L. ZOETIVORMTFORGNMEZIZITE
W07 a ZRREORT 20 E ORI S D (58 21 MIGNMIE F4555) . ANFZE Tl BRSPS B
GLETIVICBWTHRILOEIZZALD A U AR 2GS L, Z O R % B ICHOBME N Nk x 5B%
5.

(75i:] BEARR AR IR ELE 7 OV EREIZOE -, B MR % 2 5L L 720k~ 7 Al ) i S 4
oA e®E SR, BILZHRNL, 204 ) TR ORE eI B L7z $/2, 8655
WHITR A ELE T VORI LT, ) THES 7 7V 2 810353 2 /e Ak & il a7z, £ 23 H H I
FLL, Atk 4 BETHION LITEIFERZ 1T /2.

[#5%] HPAEC-PAD |2 & 2 f##T o5 R, MiE% 9 H H ORBEENME R T 7 VO3 h 2 7 ViR
A ) THEOUESFIRBEOFLPICHRTETFLTWwW, 22T, £%SHE»S 4 HHEIZ2ITT
3-sialyllactose (14 mg/ml), 6-sialyllactose (14 mg/ml) B & UF fucosyllactose (934 mg/ml) @ 3 f&
Eded ) TS 7 T OVIKER  BHRBPSHEEELREOF 25 ul/g ((RE) o=, KOS L (£
THENAHRE) . AAGTIREE L U QIR RGO I8 LEEO KRG Lzbox v, &
% 23 H HIZ BT 703 o BN AT OF5 R, BN E I EmEE CHA 2 ZRIIRO bk ho
7278, &) THEN ABEIZ B TR & ORI IS 2L EIE S, A AR IREE & JE L MR
EFOa ZHEOLAOEMDFEO Sz Bk 4BEICBY AT OTEIEROERIE, ZZEPLERIZBIT
LHUGTEREM A ) IHEN ABETEEICEIM L, B\ IZBR W 2 I T 22 MBI SR 5 2 & 2R L7z,

[(Z52] AW HRI1E, FMEBNHEBEIELE S VICBWT, FOTBOLERICELEED 1 212D
BOEALD S HAREME L ) TS 7 F VI X A PSR EN A OB 2 RIET 5.




106 WENAE RS 32 & 275 2018

— % ERE B-8
W NI A3 pEAE 4 A BRI GPR43 & 7 F L a4 L C
JET IV T — AR ME 5% & #1155

Commensal microbe-derived acetate suppresses NALFD/NASH
progression via GPR43 signaling

OfFA 212 KEAES IREHW S EMiLE!, ARt &kmn’ Bag—3
LIt 7 ) kN St Rl e T, 2 BRI S B
SppEss s, TR TR B

[Hr] JE7 v a— v IHREHIIF % (NAFLD/NASH) &, A% R v 7 ¥ Fu— 22O TOERIE &
ZZ2HNTBY, EmAOOERIZEVWERZEINAFEIN TS, —FHT, BNMEZEEEON
HREICE DS TnE Z e ME SN T WA, RWFZETIlX, NAFLD/NASH OJRRETZ L & B A #%,
FRIFISHIRIGER & ORI DWW TR 24T 5 7-.

(i) SIEl - S 70V 7 F—A - Ema L A7 a0 — VAEAMIZE A NAFLD/NASH 7))L~ X % H\,
BYRBHEO—FETH LA X)) VB X 2882 G Lz RIS, MRS B TH 5 GPR4A3 KIE
< A% W THRE 2T 72

] 4 2 v 2BRL2~7 A2BWCE, KO, Mmd ALT KT & v o 72 NAFLD/NASH
OIPHINRAMERR S 7z, BN # % BT L7558, BEERAET C & 5 Blautia 5B IZHEMLTE D,
FEBICHEEN B L OCMIRIM P EERE O ARSI Nz, F72, GPRASKIE~Y T A 2B W TIREFAR <
ZNZHAT, FFRKOHEE - fra L A 70— Vol - i ALT O EF-& v o 72 iFREDEA LA A S 117z,
X512, GPR43RIE~ ™ A TIEA X 1) 2% 5 NAFLD/NASH sl HEAs—#m g L7z, B - £ >~
2 VPR MR L7228 2 A, GPR43 RIE~ 7 A TR AR <~ 7 212 CTHIF RN 1~ 2) ~
T E LD —FHT, EFEOMERH - 1 > X)) VIREEICE LIRS N ko7,

[Z52] PGP DS EWHE % % L CREE 3 2 M8HIRIER D 5 ©, YR ICHERR X GPR43 % /i L C P
B A VA Y 7 VA L, NALED/NASH OJRREER ZHHI L TV b 2 EAVRE S L7z,
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Effects of Bifidobacterium animalis subsp. lactis HN019
in the treatment of chronic periodontitis

Olbarra Al, Messora MR2, Invernici MMZ, Salador SLS, Novaes-Jr ABZ,
Palioto DBZ, Souza SLSZ, Taba-Jr MZ, Furlaneto FAC?

'DuPont Nutrition & Health, Danisco Sweeteners Oy, Kantvik, Finland,
2Department of Oral and Maxillofacial Surgery and Periodontology, School of Dentistry
of Ribeirao Preto, University of Sao Paulo - USP, Ribeirao Preto / SP, Brazil,
3Department of Clinical Analyses, School of Pharmaceutical Sciences of Ribeirao Preto,
University of Sao Paulo - USP, Ribeirao Preto / SP, Brazil

Funding source: The authors thank the National Council for Scientific and Technological
Development - CNPq (CNPq - Brasilia, DF, Brazil, 480982/2013-9) and DuPont Nutvition & Health
(Danisco, Kantvik, Finland) for supporting this study. The authors report no conflicts of interest
related to this study.

Background & Aim: Lactobacillus probiotics have been investigated in the treatment of periodon-
titis. However, the clinical effects of the genus Bifidobacterium on periodontal therapy are hardly
known. This randomized controlled clinical trial evaluated effects of the probiotic Bifidobacterium
animalis subsp. lactis (B. lactis) HNO19 as an adjunct to scaling and root planing (SRP) in
patients with generalized chronic periodontitis (GCP).

Methods: 41 patients with GCP were treated with either SRP + lozenges containing 10° colony-
forming units of the probiotic B. lactis HNO19 (Group Test; n = 21) or SRP + placebo lozenges (Group
Control; n = 20). Lozenges were used twice a day for 30 days, starting immediately after the last
session of SRP. The following clinical parameters were measured at baseline, 30 and 90 days post-
treatment: bleeding on probing (BOP), probing depth (PD) and clinical attachment level (CAL). Data
were statistically analyzed.

Results: Both test and control groups showed improvements in all clinical parameters at all time
points. At 90 days, Group Test presented significantly less BOP than Group Control (13.5% and
21.1% , respectively; P < 0.05). In the analysis of deep periodontal pockets (PD > 7 mm at base-
line), Group Test presented a clinical attachment gain significantly higher than Group Control at
90 days (352 = 1.19 and 262 = 088, respectively; P < 0.05). In addition, Group Test demonstrat-
ed significantly less deep periodontal pockets and a lower percentage of sites in need of additional
periodontal therapy than Group Control at 90 days (P < 0.05).

Conclusion: The use of the probiotic B. lactis HNO19 as an adjunct to SRP promoted additional
clinical benefits compared to mechanical debridement alone in the treatment of patients with gen-
eralized chronic periodontitis.

Keywords: probiotics; chronic periodontitis; Bifidobacterium; dental scaling.
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Helicobacter pylori WD NGWNMEE 25 2 5 2

Influence of infection with Helicobacter pylor: on gut microbiota

Ofly #, Tl %, BHKE, fEHEE
BLARTRZEREA BE R 22 2R H A LR ML P R

[Br] BERSwEHE 270 Ry 7HESR (PPD oRMEHIC L - T, BAMEZESZL,
GERYIED ) A7 DEEINT 5 2 ENHRESINTWAE, 40, Fkld, Helicobacter pylori WIEk4eE &
JERge, BRSNS & IEEME ORNMER 2 WG L, H pylori WIKG: & B R WD NN
MR 252 5 s B DWW TG L 72,

[77:] HFHREOILHH EARIIX TITHOR TV EAREERNE 7T Y 27 2B W T 2014 E0ES
#1123 NIZDOWTHRET L7z, H pylori GO BFERNL, MEPUA (cut-off fifi 10) & PLE A -
W THhLr b0l L, BUANE, MmiEYE (cutoff fE3) L EMIFEMAEILICEETHLIDE L
72, BEESEOZEMmIL, I Pepsinogen (PG) fEIZ X - TE®D, PG I <70 ng/ml 7> PG /I <30 %
BRiEZER S L, S512 PG 1<30 ng/ml 2 PG I/II < 20 % BHilsEEZM & L2, PPIINIR® 41
N, BFEMBEED 12 NIZBEA L7z, Ho pylori &GeE & RIEGE % s, 4R, BMIIZX o T A 2
TIZCIyF 7L, ZEWOFEERIZOWTHRE Lz, BB IEREL D, kit —7 =0
Miseq # H\» 16S rRNA B FIERERY] & D BRICH R T 2 WEEOIRIE 2 HEw L7z,

[FE5R) H pylori BtEE / BEE12 226 N /524 N, AR 7~ v F 2 70O H pylori btk / B
FHIE 24 N o o7, H pylori bk O CERIEZEME G 4E / BIESE1L 105 A /109 A, BHHiR
EHapEE O CEEREMEIL 2T ATho7. 3M, 3M, 3H, 98, BEOFEFRIIEVT, I
pylori EYHE L IFBPE \CHEBEET RO H pylori BEEEOH T, BRIESEERES & BHEEREE
B TlL, Actinomyces, Rothia, Eggerthella, Bacteroides, Prevotella, Granulicatella, Lactobacillus,
Streptococcus, Anaevostipes, Blautia, Raoultella, Haemophilus O 12 DEIZB W THEICHFAERIIE
xRz

[(Z%] H pylori EAe# L, FEREAH & B L THNMEZOE 2 D72 FEHiREE & L T,
FEEEME CHERICAEELROZ 12)BOHF T, 5EPBEOHE T, PPINRE COFMERIIESE
ROETH o7, H pylori BEAem FEZEHNEE 1L PPLI NIRE & ARG ERGSED ) X 7 33 % W he
HWAIFET 5.



